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<210> 1 

<211> 2602 

<212> DNA 

<213> Artificial 

<220> 

<223> cDNA 
<400> 1 

ttcttgtgct tcttgcccat ggcggcgccg gcggcgggcc cgaggcgggg gctgggaaca 
gctggcaccc ggtcggacct tggccgccac cgccccctgg ccctggctgg ccgcccgcgc 
tcgctgcgcc gaggttgccg agctcgctgg gccgcgccgg aaacggggcg aggcggggcc 
gcggcaggaa gtggccctgc cgggcccgag cgcttccggg tcaggaggtg gtg;cgcctcg 
cgcggcagat tcgaagctag ggcggggccc gcgggctgag gcagcggctg tggcggcgac 
gctgggcgtg aggtggcggc ggccgcgccc tggttgggtc cccactgctc tcgggggcgc 
catggacgag gccgtgggcg acctgaagca ggcgcttccc tgtgtggccg agtcgccaac 
ggtccacgtg gaggtgcatc agcgcggcag cagcactgca aagaaagaag acataaacct 
gagtgttaga aagctactca acagacataa tattgtgttt ggtgattaca catggactga 
gtttgatgaa ccttttttga ccagaaatgt gcagtctgtg tctattattg acacagaatt 
aaaggttaaa gactcacagc ccatcgattt gagtgcatgc actgttgcac ttcacatttt 
ccagctgaat gaagatggcc ccagcagtga aaatctggag gaagagacag aaaacataat 
tgcagcaaat cactgggttc tacctgcagc tgaattccat gggctttggg acagcttggt 
atacgatgtg gaagtcaaat cccatctcct cgattatgtg atgacaactt tactgttttc 
agacaagaac gtcaacagca acctcatcac ctggaaccgg gtggtgctgc tccacggtcc 
tcctggcact ggaaaaacat ccctgtgtaa agcgttagcc cagaaattga caattagact 
ttcaagcagg taccgatatg gccaattaat tgaaataaac agccacagcc tcttttctaa 
gtggttttcg gaaagtggca agctggtaac caagatgttt cagaagattc aggatttgat 
tgatgataaa gacgccctgg tgttcgtgct gattgatgag gtggagagtc tcacagccgc 
ccgaaatgcc tgcagggcgg gcaccgagcc atcagatgcc atccgcgtgg tcaatgctgt 
cttgacccaa attgatcaga ttaaaaggca ttccaatgtt gtgattctga .ccacttctaa 
catcaccgag aagatcgacg tggccttcgt ggacagggct gacatcaagc agtacattgg 
gccaccctct gcagcagcca tcttcaaaat ctacctctct tgtttggaag aactgatgaa 
gtgtcagatc atataccctc gccagcagct gctgaccctc cgagagctag agatgattgg 
cttcattgaa aacaacgtgt caaaattgag ccttcttttg aa.tgacattt caaggaagag 
cgagggcctc agcggccggg tcctgagaaa actccccttt ctggctcatg cgctgtatgt 
ccaggccccc accgtcacca tagaggggtt cctccaggcc ctgtctctgg cagtggacaa 
gcagtttgaa gagagaaaga agcttgcagc ttacatctga tcctgggctt ccccatctgg 
tgcttttccc atggagaaca cacaaccagt aagtgaggtt gccccacaca gccgtctccc 
agggaatccc ttctgcaaac caaacgttac- ttagactgca agctagaaag ccaccaaggc 
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caggctttgt taaaagaagt gtattctatt tatgttgttt taaaatgcat actgagagac 1860 

aaacatcttg tcattttcac tgtttgtaaa agataattca gattgtttgt ctccttgtga 1920 

agaaccatcg aaacctgttt gttcccagcc cacccccagt ggatgggatg cataatgcca 1980 

gcaagttttg tttaacagca aaaaaggaag attaatgcag gtgttataga agccagaaga 2040 

gaaactgtgt caccctaaag aagcatataa tcatagcatt aaaaatgcac acattactcc 2100 

aggtggaagg tggcaattgc. tttctgatat cagctcgttt gatttagtgc aaaaatgttt 2160 

tcaagactat ttaatggatg taaaaaagcc tatttcta'ca ttataccaac tgagaaaaaa 2220 

atggtcggta aagtgttctt tcataataaa taatcagaca • tggtcccatt tgcaggaaaa 2280 

gtgcagactc tgagtgttcc agggaaacac atgctggaca tcccttgtaa cccggtatgg 2340 

gcgcccctgc attgctggga tgtttctgcc cacggttttg tttgtgcaat aacgttatca 2400 

catttctaat gaggattcac attaatataa tataaaataa ataggtcagt tactggtctc 24 60 

tttctccgaa tgttatgttt tgcttttatc tcacagtaaa ataaatataa ttaatggttt 2520 

gcatgtgaaa ttcacttttg aaagaacatg ttaccttacc ttttgtttta gaagttttca 2580 

agtattaaaa tattttttag aa - . . 2602 



<210> 2 
<211> 2034 
<212> DNA 
<213> Artificial 

<220> 

<223> cDNA 
<400> 2 

ttcttgtgct tcttgcccat ggcggcgccg gcggcgggcc cga'ggcgggg gctgggaaca 60 

gctggcaccc ggtcggacct tggccgccac cgccccctgg ccctggctgg ccgcccgcge 120 

tcgctgcgcc gaggttgccg agctcgctgg gccgcgccgg aaacggggcg aggcggggcc 180 

gcggcaggaa gtggccctgc cgggcccgag cgcttccggg tcaggaggtg gtgcgcctcg 240 

cgcggcagat tcgaagctag ggcggggccc gcgggctgag gcagcggctg tggc*ggcgac 300 

gctgggcgtg aggtggcggc ggccgcgccc tggttgggtc cccactgctc tcgggggcgc 360 

catggacgag gccgtgggcg acctgaagca ggcgcttccc tgtgtggccg agtcgccaac 420 

ggtccacgtg gaggtgcatc agcgcggcag cagcactgca aagaaagaag acataaacct 4 80 

gagtgttaga aagctactca acagacataa tattgtgttt ggtgattaca catggactga 540 

gtttgatgaa ccttttttga ccagaaatgt gcagtctgtg tctattattg acacagaatt 600 

aaaggttaaa gactcacagc ccatcgattt gagtgcatgc actgttgcac ttcacatttt 660 

ccagctgaat gaagatggcc ccagcagtga aaatctggag gaagagacag aaaacataat 720 

tgcagcaaat cactgggttc tacctgcagc tgaattccat gggctttggg acagcttggt 780 

atacgatgtg gaagtcaaat cccatctcct cgattatgtg atgacaactt tactgttttc- 840 

agacaagaac gtcaacagca acctqatcac ctggaaccgg gtggtgctgc tccacggtcc 900 

tcctggcact ggaaaaacat ccctgtgtaa agcgttagcc cagaaattga caattagact 960 

ttcaagcagg taccgatatg gccaattaat tgaaataaac agccacagcc tcttttctaa 1020 

gtggttttcg gaaagtggca agctggtaac caagatgttt cagaagattc aggatttgat 1080 

tgatgataaa gacgccctgg tgttcgtgct gattgatgag gtggagagtc tcacagccgc 1140 

ccgaaatgcc tgcagggcgg gcaccgagcc atcagatgcc atccgcgtgg tcaatgctgt 1200 

cttgacccaa attgatcaga ttaaaaggca ttccaatgtt gtgattctga ccacttctaa 1260 

catcaccgag aagatcgacg tggccttcgt ggacagggct gacatcaagc agtacattgg 1320 

gccaccctct gcagcagcca tcttcaaaat ctacctctct tgtttggaag aactgatgaa 1380 

gtgtcagatc atataccctc gccagcagct gctgaccctc cgagagctag agatgattgg 144 0 

cttcattgaa aacaacgtgt caaaattgag ccttcttttg aatgacattt caaggaagag 1500 

cgagggcctc agcggccggg tcctgagaaa actccccttt ctggctcatg cgctgtatgt 1560 

ccaggccccc accgtcacca tagaggggtt cctccaggcc ctgtctctgg cagtggacaa 1620 

gcagtttgaa gagagaaaga agcttgcagc ttacatctga tcctgggctt ccccatctgg 1680 

tgcttttccc atggagaaca cacaaccgaa aagtgcagac tctgagtgtt ccagggaaac 1740 

acatgctgga catcccttgt aacccggtat gggcgcccct gcattgctgg gatgtttctg 1800 

cccacggttt tgtttgtgca ataacgttat cacatttcta atgaggattc acattaatat 1860 

aatataaaat aaataggtca gttactggtc tctttctccg aatgttatgt tttgctttta 1920 

tctcacagta aaataaatat aattaatggt ttgcatgtga aattcacttt tgaaagaaca 1980 

tgttacctta ccttttgttt tagaagtttt caagtattaa aatatttttt agaa • 2034 
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<210> 3 

<211> 1908 

<212> DNA 

<213> Artificial 



<220> 

<223> cDNA 



<400> 3 

ttcttgtgct tcttgcccat ggcg'gcgccg gcggcgggcc cgaggcgggg gctgggaaca 60 

gctggcaccc ggtcggacct tggccgccac cgccccctgg cbctggctgg ccgcccgcgc 120 

tcgctgcgcc gaggttgccg agctcgctgg gccgcgccgg aaacggggcg aggcggggcc 180 

gcggcaggaa gtggccctgc cgggcccgag cgctt'ccggg tcaggaggtg gtgcgcctcg 240 

cgcggcagat tcgaagctag ggcggggccc gcgggctgag gcagcggctg tggcggcgac 300 

gctgggcgtg aggtggcggc ggccgcgccc tggttgggtc cccactgctc tcgggggcgc 360 

catggacgag gccgtgggcg acctgaagca ggcgcttccc tgtgtggccg agtcgccaac 420 

ggtccacgtg gaggtgcatc agcgcggcag cagcactgca aagaaagaag acataaacct 480 

gagtgttaga aagctactca acagacataa tattgtgttt ggtgattaca catggactga 54 0 

gtttgatgaa ccttttttga ccagaaatgt gcagtctgtg tctattattg acacagaatt 600 

aaaggttaaa gactcacagc ccatcgattt gagtgcatgc actgttgcac ttcacatttt 660 

ccagctgaat gaagatggcc ccagcagtga aaatctggag gaagagacag aaaacataat 720 

tgcagcaaat cactgggttc tacctgcagc tgaattccat gggctttggg acagcttggt 780 

atacgatgtg gaagtcaaat cccatctcct cgattatgtg atgacaactt tactgttttc 840 

agacaagaac gtcaacagca acctcatcac gcccccaccg tcaccataga ggggttcctc 900 

caggccctgt ctctggcagt ggacaagcag tttgaagaga gaaagaagct tgcagcttac 960 

atctgatcct gggcttcccc atctggtgct tttcccatgg agaacacaca accagtaagt 1020 

gaggttgccc cacacagccg tctcccaggg aatcccttct gcaaaccaaa cgttacttag 1080 

actgcaagct agaaagccac caaggccagg ctttgttaaa agaagtgtat tctatttatg 114 0 

ttgttttaaa atgcatactg agagacaaac atcttgtcat tttcactgtt tgtaaaagat 1200 

aattcagatt gtttgtctcc ttgtgaagaa ccatcgaaac ctgtttgttc ccagcccacc 1260 

cccagtggat gggatgcata atgccagcaa gttttgttta acagcaaaaa aggaagatta 1320 

atgcaggtgt tatagaagcc agaagagaaa ctgtgtcacc ctaaagaagc atataatcat 1380 

agcattaaaa atgcacacat tactccaggt ggaaggtggc aattgctttc tgatatcagc 14 4 0 

tcgtttgatt tagtgcaaaa atgttttcaa gactatttaa tggatgtaaa aaagcctatt 1500 

tctacattat accaactgag aaaaaaatgg tcggtaaagt gttctttcat aataaataat 1560 

cagacatggt cccatttgca ggaaaagtgc agactctgag tgttccaggg aaacacatgc 1620 

tggacatccc ttgtaacccg gtatgggcgc ccctgcattg ctgggatgtt tctgcccacg 1680 

gttttgtttg tgcaataacg ttatcacatt tctaatgagg attcacatta atataatata 1740 

aaataaatag gtcagttact ggtctctttc tccgaatgtt atgttttgct tttatctcac 1800 

agtaaaataa atataattaa tggtttgcat gtgaaattca cttttgaaag aacatgttac 1860 

cttacctttt gttttagaag ttttcaagta ttaaaatatt ttttagaa . 1908 



<210> 4 

<211> 2538 

<212> DNA 

<213> Artificial 



<220> 

<223> cDNA 



<400> 4 

ttcttgtgct 

gctggcaccc 

tcgctgcgcc 

gcggcaggaa 

cgcggcagat 

gctgggcgtg 

catggacgag 



tcttgcccat 
ggtcggacct 
gaggttgccg 
gtggccctgc 
tcgaagctag 
aggtggcggc 
gccgtgggcg 



ggcggcgccg 
tggccgccac 
agctcgctgg 
cgggcccgag 
ggcggggccc 
ggccgcgccc 
acctgaagca 



gcggcgggcc 
cgccccctgg 
gccgcgccgg 
cgcttccggg 
gcgggctgag 
tggttgggtc 
ggcgcttccc 



cgaggcgggg 
ccctggctgg 
aaacggggcg 
tcaggaggtg 
gcagcggctg 
cccactgctc 
tgtgtggccg 



gc.tgggaaca 
ccgcccgcgc 
aggcggggcc 
gtgcgoctcg 
tggcggcgac 
tcgggggcgc 
agtcgccaac 



60 
120 
■180 
240 
300 
360 
420 
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ggtccacgtg gaggtgcatc agcgcggcag cagcactgca aagaaagaag acataaacct 480 
gagtgttaga aagctactca acagacataa tattgtgttt ggtgattaca catggactga 540 
gtttgatgaa ccttttttga ccagaaatgt gcagtctgtg tctattattg acacagaatt 600 
aaaggttaaa gactcacagc ccatcgattt gagtgcatgc actgttgcac ttcacatttt 660 
ccagctgaat gaagatggcc ccagcagtga aaatctggag gaagagacag cttggtatac 720 
gatgtggaag tcaaatccca tctcctqgat tatgtgatga caactttact gttttcagac 780 
aagaacgtca acagcaacct catcacctgg aaccgggtgg tgctgctcca cggtcctcct 840 
ggcactggaa aaacatccct gtgtaaagcg ttagcccaga aattgacaat tagactttca 900 
agcaggtacc gatatggcca attaattgaa ataaacagcc acagcctctt ttctaagtgg 960 

ttttcggaaa gtggcaagct ggtaaccaag atgtttcaga agattcagga tttgattgat 1020 

gataaagacg ccctggtgtt cgtgctgatt gatgaggtgg agagtctcac agccgcccga 1080 

aatgcctgca gggcgggcac cgagccatca gatgccatcc gcgtgg.tcaa tgctgtcttg 1140 

acccaaattg atcagattaa aaggcattcc aatgttgtga ttct<ja'ccac ttctaacatc 1200 

accgagaaga tcgacgtggc cttcgtggac agggctgaca t'caagcagta cattgggcca 1260 

ccctctgcag cagccatctt caaaatctac etctcttgtt tggaagaact gatgaagtgt 1320 

cagatcatat accctcgcca gcagctgctg accctccgag agctagagat gat.tggcttc 1380 

attgaaaaca acgtgtcaaa attgagcctt cttttgaatg acatttcaag gaagagcgag 1440 

ggcctcagcg gccgggtcct gagaaaactc ccctttctgg ctcatgcgct gtatgtccag 1500 

gcccccaccg tcaccataga ggggttcctc caggccctgt ctctggcagt ggacaagcag 1560 

tttgaagaga gaaagaagct tgcagcttac atctgatcct gggcttcccc atctggtgct 1620 

tttcccatgg agaacacaca accagtaagt gaggttgccc cacacagccg tctcccaggg 1680 

aatcccttct gcaaaccaaa cgttacttag actgcaagct agaaagccac caaggccagg 174 0 

ctttgttaaa agaagtgtat tctatttatg ttgttttaaa atgcatactg agagacaaac 1800 

atcttgtcat tttcactgtt tgtaaaagat aattcagatt gtttgtctcc ttgtgaagaa 1860 

ccatcgaaac ctgtttgttc ccagcccacc cccagtggat gggatgcata atgccagcaa 1920 

gttttgttta acagcaaaaa aggaagatta atgcaggtgt tatagaagcc agaagagaaa 1980 

ctgtgtcacc ctaaagaagc atataatcat agcattaaaa atgcacacat tactccaggt 204 0 

ggaaggtggc aattgctttc tgatatcagc tcgtttgatt tagtgcaaaa atgttttcaa 2100 

gactatttaa tggatgtaaa aaagcctatt tctacattat accaactgag aaaaaaatgg 2160 

tcggtaaagt gttctttcat aataaataat cagacatggt cccatttgca ggaaaagtgc 2220 

agactctgag tgttccaggg aaacacatgc tggacatccc ttgtaacccg gtatgggcgc 2280 

ccctgcattg ctgggatgtt tctgcccacg gttttgtttg tgcaataacg ttatcacatt 234 0 

tctaatgagg attcacatta atataatata aaataaatag gtcagttact ggtctctttc 2400 

tccgaatgtt atgttttgct tttatctcac agtaaaataa atataattaa tggtttgcat 24 60 

gtgaaattca cttttgaaag aacatgttac cttacctttt gttttagaag ttttcaagta 2520 

ttaaaatatt ttttagaa ....... * 0 



<210> 5 

<211> 2240 

<212> DNA 

<213> Artificial 



<220> 

<223> cDNA 



<400> 5 

ctgtgctgct 

cttatgtcca 

gtgttagaaa 

ttgatgaacc 

aggttaaaga 

agctgaatga 

cagcaaatca 

acgatgtgga 

acaagaacgt 

ctggcactgg 

caagcaggta 

ggttttcgga 



ccctggagtg 
cggagggtgg 
gctactcaac 
ttttttgacc 
ctcacagccc 
agatggcccc 
ctgggttcta 
agtcaaatcc 
caacagcaac 
aaaaacatcc 
ccgatatggc 
aagtggcaag 



gggggaactc 
^ttgaggtca 
agacataata 
agaaatgtgc 
atcgatttga 
agcagtgaaa 
cctgcagctg 
catctcctcg 
ctcatcacct 
ctgtgtaaag 
caattaattg 
ctggtaacca 



agcggcgggg 
gcactgcaaa 
ttgtgtttgg 
agtctgtgtc 
gtgcatgcac 
atctggagga 
aattccatgg 
attatgtgat 
ggaaccgggt 
cgttagccca 
aaataaacag 
agatgtttca 



ccagaccttc 
gaaagaagac 
tgattacaca 
tattattgac 
tgttgcactt 
agagacagaa 
gctttgggac 
gacaacttta 
ggtgctgctc 
gaaattgaca 
ccacagcctc 
gaagattcag 



acagaccctc 
ataaacctga 
tggactgagt 
acagaattaa 
cacattttcc 
aacataattg 
agcttggtat 
ctgttttcag 
cacggtcctc 
attagacttt 
ttttctaagt 
gatttgattg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
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atgataaaga cgccctggtg ttcgtgctga ttgatgaggt ggagagtctc acagccgccc 780 

gaaatgcctg cagggcgggc accgagccat cagatgccat ccgcgtggtc aatgctgtct 840 

tgacccaaat tgatcagatt aaaaggcatt cca.atgttgt gattctgacc acttctaaca 900 

tcaccgagaa gatcgacgtg gccttcgtgg acagggctga catcaagcag tacattgggc 960 

caccctctgc agcagccatc ttcaaaatct aqctctcttg tttggaagaa ctgatgaagt 1020 

gtcagatcat ataccctcgc cagcagctgc tgaccctccg ^gagctagag atgattggct 1080 

tcattgaaaa caacgtgtca aaattgagcc ttcttttgaa tgacatttca aggaagagcg 1140 

agggcctcag cggccgggtc ctgagaaaac tcccctttct ggctcatgcg ctgtatgtcc 1200 

aggcccccac cgtcaccata gaggggttcc tccaggecct gtctctggca gtggacaagc 1260 

agtttgaaga gagaaagaag cttgcagctt acatctgatc ctgggcttcG ccatctggtg 1320 

cttttcccat ggagaacaca caaccagtaa gtgaggttgc cccacacage cgtctcccag 1380 

ggaatccctt ctgcaaacca aacgttactt agactgcaag ctagaaagcc accaaggcca 1440 

ggctttgtta aaagaagtgt attctattta tgttgtttta saatgcatac tgagagacaa 1500 

acatcttgtc attttcactg tttgtaaaag ataattcaga ttg.tttgtct eettgtgaag 1560 

aaccatcgaa acctgtttgt tcccagccca cccccagtgg atgggatgca taatgccagc 1620 

aagttttgtt taacagcaaa aaaggaagat taatgcaggt gttatagaag ccagaagaga 1680 

aactgtgtca ccctaaagaa gcatataatc atagcattaa aaatgcacac attactccag 1740 

gtggaaggtg gcaattgctt tctgatatca gctcgtttga tttagtgcaa aaatgttttc 1800 

aagactattt aatggatgta aaaaagccta tttctacatt ataccaactg agaaaaaaat 18 60 

ggtcggtaaa gtgttctttc ataataaata atcagacatg gtcccatttg caggaaaagt 1920 

gcagactctg agtgttccag ggaaacacat gctggacatc ccttgtaacc cggtatgggc 1980 

gcccctgcat tgctgggatg tttctgccca cggttttgtt tgtgcaataa cgttatcaca 2040 

tttctaatga ggattcacat taatataata taaaataaat aggtcagtta ctggtctctt 2100 

tctccgaatg ttatgttttg cttttatctc acagtaaaat aaatataatt aatggtttgc 2160 

atgtgaaatt cacttttgaa agaacatgtt accttacctt ttgttttaga agttttcaag 2220 

tattaaaata ttttttagaa °240 



<210> 6 
<211> 1672 
<212> DNA 
<213> Artificial 

<220> 

<223> cDNA 
<400> 6 

ctgtgctgct ccctggagtg gggggaactc agcggcgggg ccagaccttc aeagacpctc 60 

cttatgtcca cggagggtgg attgaggtca gcactgcaaa gaaagaagac ataaacctga 120 

gtgttagaaa gctactcaac agacataata ttgtgtttgg tgattacaca tggactgagt 180 

ttgatgaacc ttttttgacc agaaatgtgc agtctgtgtc tattattgac acagaattaa 240 

aggttaaaga ctcacagccc atcgatttga gtgcatgcac tgttgcactt cacattttcc 300 

agctgaatga agatggcccc agcagtgaaa atctggagga agagacagaa aacataattg 360 

cagcaaatca ctgggttcta cctgcagctg aattccatgg gctttgggac agcttggtat 420 

acgatgtgga agtcaaatcc catctcctcg attatgtgat gacaacttta ctgttttcag 480 

acaagaacgt caacagcaac ctcatcacct ggaaccgggt ggtgctgctc cacggtcctc 540 

ctggcactgg aaaaacatcc ctgtgtaaag cgttagccca gaaattgaca attagacttt 600 

caagcaggta ccgatatggc caattaattg aaataaacag ccacagcctc ttttctaagt 660 

ggttttcgga aagtggcaag ctggtaacca agatgtttca gaagattcag gatttgattg 720 

atgataaaga cgccctggtg ttcgtgctga ttgatgaggt ggagagtctc acagccgccc 780 

gaaatgcctg cagggcgggc accgagccat cagatgccat ccgcgtggtc aatgctgtct 840 

tgacccaaat tgatcagatt aaaaggcatt ccaatgttgt gattctgacc acttctaaca 900 

tcaccgagaa gatcgacgtg gccttcgtgg acagggctga catcaagcag tacattgggc 960 

caccctctgc agcagccatc ttcaaaatct acctctcttg tttggaagaa ctgatgaagt 1020 

gtcagatcat ataccctcgc cagcagctgc tgaccctccg * agagctagag atgattggct 1080 

tcattgaaaa caacgtgtca aaattgagcc ttcttttgaa tgacatttca aggaagagcg 1140 

agggcctcag cggccgggtc ctgagaaaac tcccctttct ggctcatgcg ctgtatgtcc 1200 

aggcccccac cgtcaccata gaggggttcc tccaggecct gtctctggca gtggacaagc 1260 

agtttgaaga gagaaagaag ettgeagett acatctgatc ctgggcttcc ccatctggtg 1320 
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llllttt^t ?T g t? C ? Ca Caacc ? aaaa gtgcagactc tgagtgttcc agggaaacac 1380 

caoaa??Sa JS££ t CCCg ^ a ^ gcgcccctgc attgctggga tgtttctgcc 1440 

cacggttttg tttgtgcaat aacgttatca catttctaat gaggattcac attaatataa isnn 

tataaaataa ataggtcagt tactggtctc tttctccgaa ?g??atgttt tgcttttatc Itlo 

JSSS'" a J aaatataa ttaatggttt gcatgtgaaa ttcot?ttg alagaaca^g Uto 

ttaccttacc ttttgtttta gaagttttca agtattaaaa tattttttag aa- 1672 

<210> 7 

<211> 432 

<212> PRT 

<213> Artificial 

<220> 

<223> Putative Protein Derived, from cDNA. 
<400> 7 

Met Asp Glu Ala Val Gly Asp. Leu Lys Gin Ala Leu Pro Cys Val Ala 

10 25 

Glu Ser Pro Thr Val His Val Glu Val His - Gin Arg Gly Ser Ser Thr 
20 2 5 . 30 



Ala Lys Lys Glu Asp He Asn Leu Ser Val Arg Lys Leu Leu Asn Arg 

- 40 45 . 

His Asn He Val Phe Gly Asp Tyr Thr Trp Thr Glu Phe Asp Glu Pro 



60 . 



Phe Leu Thr Arg Asn Val Gin Ser Val. Ser He He Asp Thr -Glu Leu 

- 75 • • 80 

Lys Val Lys Asp Ser Gin Pro He Asp Leu Ser Ala Cys Thr Val Ala 

85 90 95- 

Leu His He Phe Gin Leu Asn Glu. Asp Gly Pro Ser Ser Glu Asn Leu 



105 



110 



Glu Olu Glu Thr Glu Mn lle „ Ma Ma ; asn Hli ^ ■ 

.120 125 

Ala Ala Glu Phe His Gly Leu, Trp Asp Ser Leu Val Tyr Asp .Val Glu 

135 140 - 

Val Lys Ser His Leu Leu Asp Tyr Val Met Th.r Thr Leu Leu Phe Ser 



160 



Asp Lys Asn Val Asn Ser Asn Leu He Th*- Trp Asn Arg Val Val Leu 

170 175 
Leu His Gly p Pro Gly Thr Qly • ^ ^ ^ ^ ^ 

81, Glu g. ^ Thr n „ ^ „ Rrg ^ T ^ 

* 00 205 

Leu lie Glu He Asn Ser His Ser Leu Phe Ser Lys Trp Phe Ser Glu 

115 220 
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Ser Gly Lys Leu Val Thr Lys Met Phe Gin Lys lie Gin Asp Leu lie 
225 230 235 240 

Asp Asp Lys Asp Ala Leu Val Phe Val Leu He Asp Glu Val Glu Ser 
245 250 255 

Leu Thr Ala Ala Arg Asn Ala Cys Arg Ala Gly Thr Glu Pro Ser Asp 
260 265 " 270 . . 

Ala He Arg Val Val Asn Ala Val Leu Thr Gin He Asp Gin He Lys 
275 280 285 

Arg His Ser Asn Val Val He Leu Thr Thr Ser Asn He Thr Glu Lys 
290 295 • 300 ■ 

He Asp Val Ala Phe Val Asp Arg Ala Asp He Lys Gin Tyr He Gly 
305 310 315 ^ 320 

Pro Pro Ser Ala Ala Ala He Phe Lys He Tyr Leu Ser Cys Leu Glu 
325 330 335 

Glu Leu Met Lys Cys Gin He lie Tyr Pro Arg Gin Gin Leu Leu Thr 
340 . 345 350 • 

Leu Arg Glu Leu Glu Met He Gly Phe He Glu Asn Asn Val Ser Lys 
355 360 365 

Leu Ser Leu Leu Leu Asn Asp He Ser Arg Lys Ser Glu Gly Leu Ser 
370 • 375 380 

Gly Arg Val Leu Arg Lys Leu Pro Phe Leu Ala His Ala Leu Tyr Val 
385 390 395 400 

Gin Ala Pro Thr Val Thr He Glu Gly Phe Leu Gin Ala Leu Ser Leu 
405 410 415 

Ala Val Asp Lys Gin Phe Glu Glu Arg Lys Lys Leu Ala Ala Tyr He 
420 425 * 430 

<210> 8 
<211> 552 
<212> PRT 
<213> Artificial 

<220> 

<223> Putative Protein Derived from. cDNA. 
<400> 8 

Ser Cys Ala Ser Cys Pro Trp Arg Arg Arg Arg Arg Ala Arg Gly Gly 
1 5 -10 15 

Gly Trp Glu Gin Leu Ala Pro Gly Arg Thr Leu Ala Ala Thr Ala Pro 
20 25 30 

• Trp Pro Trp Leu Ala' Ala Arg Ala Arg Cys Ala Glu Val Ala Glu Leu 
35 40 45 

Ala Gly Pro Arg Arg Lys Arg Gly Glu Ala Gly Pro Arg Gin Glu Val 
50 55 60 
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Ala Leu Pro Gly Pro Ser Ala Ser Gly Ser Gly Gly Gly Ala Pro Arg 
65 70. . 75 80 

Ala Ala Asp Ser Lys Leu Gly Arg Gly Pro Arg Ala Glu Ala Ala Ala 
85 90 . 95 

Val Ala Ala Thr Leu Gly Val Arg Trp Arg Arg Pro Arg Pro Gly Trp 
100 105 • ' 110 ' 

Val Pro Thr Ala Leu Gly Gly Ala Met Asp Glu Ala Val Gly Asp Leu 
115 120 125 

Lys Gin Ala Leu Pro Cys Val Ala Glu Ser Pro Thr Val His Val Glu 
130 135 • 140 

Val His Gin Arg Gly Ser Ser Thr Ala Lys Lys Glu Asp lie Asn Leu 
145 150 155 . 16Q 

Ser Val Arg Lys Leu Leu Asn Arg His Asn lie Val Phe Gly Asp Tyr 
165 170 175 

Thr Trp Thr Glu Phe Asp Glu Pro Phe Leu Thr Arg Asn Val Gin Ser 
180 185 190 

Val Ser lie lie Asp Thr Glu Leu Lys Val Lys Asp Ser Gin Pro lie 
195 200 205 

Asp Leu Ser Ala Cys Thr Val Ala Leu His He Phe Gin Leu Asn Glu 
210 215 -220 

Asp Gly Pro Ser Ser Glu Asn Leu Glu Glu Glu Thr Glu Asn lie He 
225 230 235 ■ ■ 240 

Ala Ala Asn His Trp Val Leu Pro Ala Ala Glu Phe His Gly Leu Trp 
245 ' 250 255 

Asp Ser Leu Val Tyr Asp Val Glu Val Lys Ser His Leu Leu Asp Tyr 
260 * 265 " 270 

Val Met Thr Thr Leu Leu Phe Ser Asp Lys Asn Val Asn Ser Asn Leu 
275 280 285 

Tie Thr Trp Asn Arg Val Val Leu Leu His Gly Pro Pro Gly Thr Gly 
290 295 300 

Lys Thr Ser Leu Cys Lys Ala Leu Ala Gin Lys Leu Thr lie Arg Leu 
305 310 315 320 

Ser Ser Arg Tyr Arg Tyr Gly <31n Leu He Glu lie Asn Ser His Ser 
325 , 330 ' 335 

Leu Phe Ser Lys Trp Phe Ser Glu Ser Gly Lys Leu Val Thr Lys Met 
340 345 350 

Phe Gin Lys He Gin Asp Leu He Asp Asp Lys Asp Ala Leu Val Phe 
355 360 365 

Val Leu He Asp Glu Val Glu Ser Leu Thr Ala Ala Arg Asn Ala Cys 
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370 375 380 

Arg Ala Gly Thr Glu Pro Ser Asp Ala He Arg Val Val Asn Ala Val 
385 390 395 400 

Leu Thr Gin He Asp Gin He Lys Arg His Ser Asn Val Val He Leu 
405 410 415 

Thr Thr Ser Asn He Thr Glu Lys lie Asp Val Ala Phe Val Asp Arg 
420 425 430 

Ala Asp He Lys Gin Tyr He Gly Pro Pro Ser Ala Ala Ala He Phe 
435 440 445 

Lys He Tyr Leu Ser Cys Leu Glu Glu Leu Met Lys Cys Gin He He 
450 455 460 

Tyr Pro Arg Gin Gin Leu Leu Thr Leu Arg Glu Leu Glu Met He Gly 
465 470 475 480 

Phe He Glu Asn Asn Val Ser Lys Leu Ser Leu Leu Leu Asn Asp He 
485 490 495 

Ser Arg Lys Ser Glu Gly Leu Ser Gly Arg Val Leu Arg Lys Leu Pro 
500 505 510 

Phe Leu Ala His Ala Leu Tyr Val Gin Ala Pro Thr Val Thr He Glu 
515 520 525 

Gly Phe Leu Gin Ala Leu Ser Leu Ala Val Asp Lys Gin Phe Glu Glu 
530 535 540 

Arg Lys Lys Leu Ala Ala Tyr He 
545 550 



<210> 9 

<211> 295 

<212> PRT 

<213> Artificial 

<220> 

<223> Putative Protein Derived from cDNA. 
<400> 9 

Ser Cys Ala Ser Cys Pro Trp Arg Arg Arg Arg Arg Ala Arg Gly Gly 
1 5 10 15 

Gly Trp Glu Gin Leu Ala Pro Gly Arg Thr Leu Ala Ala Thr Ala Pro 
20 25 30 

Trp Pro Trp Leu Ala Ala Arg Ala Arg Cys Ala Glu Val Ala Glu Leu 
35 40 45 

Ala Gly Pro Arg Arg Lys Arg Gly Glu Ala Gly Pro Arg Gin Glu Val 
50 55 60 

Ala Leu Pro Gly Pro Ser Ala Ser Gly Ser Gly Gly Gly Ala Pro Arg 
65 70 7,5 . . 80 



9 



WO 2004/058050 



PCT7US2003/040701 



Ala Ala Asp Ser Lys Leu Gly Arg Gly Pro Arg Ala Glu Ala Ala Ala 
85 90 95 

Val Ala Ala Thr Leu Gly Val Arg Trp Arg Arg Pro Arg Pro Gly Trp 
100 105 110 

Val Pro Thr Ala Leu Gly Gly Ala Met Asp Glu Ala Val Gly Asp Leu 
115 120 125 

Lys Gin Ala Leu Pro Cys Val Ala Glu Ser Pro Thr Val His Val Glu 
130 135 140 

Val His Gin Arg Gly Ser Ser Thr Ala Lys Lys Glu Asp lie Asn Leu 
145 150 155 ~ 160 

Ser Val Arg Lys Leu Leu Asn Arg His Asn lie Val Phe Gly Asp Tyr 
165 170 175 

Thr Trp Thr Glu Phe Asp Glu Pro Phe Leu Thr Arg Asn Val Gin Ser 
180 185 190 

Val Ser lie lie Asp Thr Glu Leu Lys Val Lys Asp Ser Gin Pro lie 
195 200 205 

Asp Leu Ser Ala Cys Thr Val Ala Leu His lie Phe Gin Leu Asn Glu 
210 215 220 ' 

Asp Gly Pro Ser Ser Glu Asn Leu Glu Glu Glu Thr Glu Asn He He 
225 230 235 " 240 

Ala Ala Asn His Trp Val Leu Pro Ala Ala Glu Phe His Gly Leu Trp 
245 250 . 255 

Asp Ser Leu Val Tyr Asp Val Glu Val Lys Ser His Leu Leu Asp Tyr 
260 '265 270 " 

Val Met Thr Thr Leu Leu Phe Ser Asp Lys Asn Val Asn Ser Asn Leu 
2 75 280 285 

He Thr Pro Pro Pro Ser Pro 
290 295 



<210> 


10 


<211> 


279 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Putative Protein 


<400> 


10 


Met Thr Thr Leu Leu Phe 


1 ' 


5 



- 10 15 

Thr Trp Asn Arg Val Val Leu Leu His Gly Pro Pro Gly Thr Glv Lvs 
20 25 30 
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Thr Ser Leu Cys Lys Ala Leu Ala Gin Lys Leu Thr He Arg Leu Ser 
35 " 40 ~ 45 

Ser Arg Tyr Arg Tyr Gly Gin Leu He Glu He Asn Ser His Ser Leu 
50 " 55 60 

Phe Ser Lys Trp Phe Ser Glu Ser Gly Lys* Leu Val Thr Lys Met Phe 
65 70 . 75- 80 

Gin Lys He Gin Asp Leu He Asp Asp Lys Asp Ala Leu Val Phe Val 
85 90 95 

Leu He Asp Glu Val Glu Ser Leu Thr Ala Ala Arg Asn Ala Cys Arg 
100 . 105 110 

Ala Gly Thr Glu Pro Ser Asp Ala He Arg Val Val Asn Ala Val Leu 
115 120 125 

Thr Gin He Asp Gin He Lys Arg His Ser Asn Val Val He Leu Thr 
130 135 140 

Thr Ser Asn He Thr Glu Lys He Asp Val Ala Phe Val Asp Arg Ala 
145 150 155 160 

Asp lie Lys Gin Tyr He Gly Pro Pro Ser Ala Ala Ala He Phe Lys 
165 170 175 

He Tyr Leu Ser Cys Leu Glu Glu Leu Met Lys Cys Gin lie lie Tyr 
180 185 " ^ 190 

Pro Arg Gin Gin Leu Leu Thr Leu Arg Glu' Leu Glu Met lie Gly Phe 
195 200 205 

He Glu Asn Asn Val Ser Lys Leu Ser Leu Leu Leu Aisn Asp lie Ser 
210 215 .220 

Arg Lys Ser Glu Gly Leu Ser Gly Arg Val Leu Arg Lys Leu Pro Phe 
225 239 235 240 

Leu Ala His Ala Leu Tyr Val Gin Ala Pro Thr Val Thr lie Glu Gly 
245 250 255 

Phe Leu Gin Ala Leu Ser Leu Ala Val Asp Lys Gin Phe Glu Glu Arg 
260 265 270 

Lys Lys Leu Ala Ala Tyr lie 
275 



<210> 11 

<211> 431 

<212> PRT 

<213> Artificial 

<220> ' 

<223> Putative Protein Derived from cDNA. 

<400> 1J 

Val Leu Leu Pro Gly Val Gly Gly Thr Gin Arg Arg Gly Gin Thr Phe 
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15 10 15 

Thr Asp Pro Pro Tyr Val His Gly Gly Trp lie Glu Val Ser Thr Ala 
20 " 25 30 

Lys Lys Glu Asp lie Asn Leu Ser Val Arg Lys Leu Leu Asn Arg His 
35 *~ 40 45 

Asn lie Val Phe Gly Asp Tyr Thr Trp Thr Glu Phe Asp Glu Pro Phe 
50 55 60 

Leu Thr Arg Asn Val Gin Ser Val Ser lie lie Asp Thr Glu Leu Lys 
65 70 ' 75 80 

Val Lys Asp Ser Gin Pro lie Asp Leu Ser Aia Cys Thr Val Ala Leu 
85 90 ' 95 

His lie Phe Gin Leu Asn Glu Asp Gly Pro Ser Ser Glu Asn Leu Glu 
100 105 . 110 

Glu Glu Thr Glu Asn lie lie Ala Ala Asn His Trp Val Leu Pro Ala 
115 120 ~ 125 

Ala Glu Phe His Gly Leu Trp Asp Ser Leu Val Tyr Asp Val Glu Val 
130 135 140 

Lys Ser His Leu Leu Asp Tyr Val Met Thr Thr Leu Leu Phe Ser Asp 
145 150 155 160 

Lys Asn Val Asn Ser Asn Leu lie Thr Trp Asn Arg Val Val Leu Leu 
165 170 ' 175 

His Gly Pro Pro Gly Thr Gly Lys Thr Ser Leu Cys Lys Ala Leu Ala 
180 185- 190 

Gin Lys Leu Thr lie Arg Leu Ser Ser Arg Tyr Arg Tyr Gly Gin Leu 
195 200 205 

lie Glu lie Asn Ser His Ser Leu Phe Ser Lys Trp Phe Ser Glu Ser 
210 215 220 ' 

Gly Lys Leu Val Thr Lys Met Phe Gin Lys lie Gin Asp Leu lie Asp 
225 230 235 . 240 

Asp Lys Asp Ala Leu Val Phe Val Leu lie Asp Glu Val Glu Ser Leu 
245 250 255 

Thr Ala Ala Arg Asn Ala Cys Arg Ala Gly Thr Glu Pro Ser Asp Ala 
260 265 270 

lie Arg Val Val Asn Ala Val Leu Thr Gin lie Asp Gin lie Lys Arg 
275 280 285 

His Ser Asn Val Val lie Leu Thr Thr Ser Asn He Thr Glu Lys He 

290 ■. . 295 300 . 

Asp Val Ala Phe Val Asp Arg Ala Asp He Lys Gin Tyr He Gly Pro 
305 310 315 320 
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Pro Ser Ala Ala Ala lie Phe Lys 
325 

Leu Met Lys Cys Gin He He Tyr 
340 

Arg Glu Leu Glu Met lie Gly Phe 
355 360 

Ser Leu Leu Leu Asn Asp He Ser 
370 375 

Arg Val Leu Arg Lys Leu Pro Phe 
385 390 

Ala Pro Thr Val Thr He Glu Gly 
405 

Val Asp Lys Gin Phe Glu Glu Arg 
420 



He Tyr Leu Ser Cys Leu Glu Glu 
330 335 

Pro Arg Gin Gin Leu Leu Thr Leu 
345 350 

He Glu Asn Asn Val Ser Lys Leu 
365 

Arg Lys Ser Glu Gly Leu Ser Gly 
380 

Leu Ala His Ala Leu Tyr Val Gin 
395 400 

Phe Leu Gin Ala Leu Ser Leu Ala 
410 415 

Lys Lys Leu Ala Ala Tyr He 
425 ~ 430 
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